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CCPP ; 111 2 2 fih A% Y v it B Fili 98 (Contagious Caprine Pleuropneumonia)
CCU . g (a7 fk 237 (Color Change Unit)

DNA ; it % $i 4% 2 (Deoxyribonucleic Acid)

dNTPs ; it 5 A2 Bl % =85 B2 (Deoxyribonucleoside Triphosphates)
THA ; [8] 4 Ifil 58104 (Indirect Heamagglution Assay)

Mcep W26 SRR ZE IR WA (Mycoplasma capricolum subsp. capripneumoniae)
MTA KB Thiaucourt [QHEARHE F7 5 (Modified Thiaucourt’s Agar)
MTB: & K Thiaucourt [ K71 5% # (Modified Thiaucourt’s Broth)
PBS: # iz £h 2% #h W (Phosphate Buffer Solution)

PCR . B 4 fifi 4% 20 )2 W (Polymerase Chain Reaction)

PPLO ;2 i IE i 4 £ 4= ¥ (Pleuropneumonia-like Organism)

TAE: B2 ¥, Uk 28 th i ( Tris-Acetic acid-EDTA)

Taq B : Tag DNA B4 EE(Tag DNA Polymerase)
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