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DNA ; i S8 B 4% 82 (deoxyribonucleic acid)

ANTP: it 48 ¥ 5 B2 =B B2 (deoxyribonucleoside triphosphate)

dATP . A MR H =#ifR (deoxyadenosine triphosphate)

dCTP . it & Mi 4 = #i MR (deoxycytidine triphosphate)

dGTP: it & 5 =#i#& (deoxyguanosine triphosphate)

dTTP. I & M =BEl2 (deoxythymidine triphosphate)

dUTP.: i &R H =#512 (deoxyuridine triphosphate)

bp : B FE XS (base pair)

BAR: T ik 2 Bt 5% # B 25 [ (phosphinothricin acetyltransferase gene)

CrylAb: =& AT HEFARFTFEHA corylA () FE W [ Bacillus thuringiensis insecticidal toxin
crylA(b) gene]

CrylAc: @ FWATEH R RFTEH crylA (o) FE W [ Bacillus thuringiensis insecticidal toxin
crylA(c) gene]





